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RBHONEEAEE., 2L LTHOBHATER s, BERICHEE S (vitellogenin: Vg, BEHROIE
MEICEREND (vitellin: Vo) (Wyatt, 1991), RREIFEESE (Vg OEBARRIK LY, So07/0—7F
{25 5TV % (Harnish and White, 1982), 1 ARDRY R7F KL LCER S iz b O W, Bk sh,
SRR YRAThEI V-1, 1RORYRTFFELTERENLDONFOT IR S, IFEEHM
B RTINS N—T2, BEOERETH»LEFNFNEORYXRTF FELTHEESIN, BBsh, B8
MY ATNE S N—T3THbB, .

MEWE RN, REEHCHEEE 2SR, AT I AT REOREREER V- 1IZEL, BHAT
BINEEREOWRBELEESS D, F/2 Vg mRNA OEREFICLEUENFD 2 2 EFRER TV 5 (Takadera
etal., 1996), —75, MEH H L I v NFORELSH 7NV — 7 2B L THH (Wheeler and Kawooya, 1990) |
BHHOZo>OHEE CRIIEENEDEERNI R o TVA I LI INE, BRI TINNFEEL T
V=T 1B 2 RSB C Ve BETFH L VI DNADZ I— LS, FOBEMENLTYE Z L3
WEhTvwb (Romans ef al., 1995),

220, EREANTERC L AMREHEOEEBRROMENMCERET L0, 72, ME#EHO Vg @z
FiE, ThITEELRTVWARR VEEETH LWL DNA L BEMEIR 20032 v meBHod
W BDICHEEE BT AT R T e $ ¥ ¥ ANF Pimpla nipponica® Vg cODNA D2 21— 7 LI
TEREAT & sz

IF. FURT IR L ANFLBRERAROME LT o 720 MBWOSDS K72 )T 3 F7
BEIXENIZ L D, #185kDa D 1 ROR Y RTF RFEMBL, FV— T2 BT 5 EHE L, ZOFEREE
BT AR 20— FAHKEAE LTI Ay v 7oy MER RO, WET 5 Vel ®dsh, 2L
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Fig. 1 A restriction map of the cloned Pimpla nipponica Vg cDNA. Fragmenfs used as probes for Northern
_ blot analyses were shown below the map. E: EcoRI,K: Kpn 1, S: Sac 1, Sk Sal I, X: Xho 1.
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THELRDVOEOEREPICHEET S I L2 HL I Lz, RICHKRIERF165ME145 % B M # & L T poly
ATRNA ZHEE L, BEIHEVCDNATA T %872, Thi ), FEXETIY LTI ANTFEENEE
BHEICNTAHEEHARAZ ) —= v &7, BSEOBRE 70— %1872, REDD DIF5.3kb TH o 72,
1fEDBM 7 O— VIO WTHIRBEZEME ZFR L2 20T —HTArI 00, FEFT YIS
ANFEENEEHE DNA 70—V 1 HFRIZHET 2D EE2 7 (Fig. 1. BoNlrza—rhb0
W% 70—-7L L TCFEFT T8y e 2NFHEHE»OHE LAZE2RNAICOWT ) —F Ty 7g
VIRV THRANRZEZ S, 6.0kbDNY FEBBL (Fig. 2), ShE2FEFT LTI L ANTF Vg
mRNA T % L& L7,

BIE, 5.3kbD 70— Y ERWT—REEOBITEIToTHBY ., 5HA T INNFRMORBHD Vg cDNA &
DRBEATV, F20RBEY, BRI OWTIRETLTFETH S,
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Fig. 2 Results of Northern blot analyses using the probe a (a 400 bp-long fragment located near the 5 region
of Pimpla nipponica Vg cDNA, see Fig. 1) . Total RNAs from adult fat body cells of Athalia rosae
females (5 ug, lane 1), P. nipponica males (5 ug, lane 2) and P. nipponica females (1 ug, lane 3)
were hybridized with the probe. A 6.0 kb mRNA band was detected only in P. nipponica females.
Essentially the same results were obtained, when the probe b (a 700 bp-long fragment near the 3’ re-
gion, see Fig. 1) was used.
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