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Fig.1 Statistical parsimony network for mtDNA COI
sequences (352bp) of Thrips sp. Solid lines connect
haplotypes with a single step (missing intermediates
are indicated by small open circles). The diameter of
the haplotype circles is proportional to the number of
individuals analyzed. The haplotypes of Thrips sp.
are divided into two types, type A (grey circle, Nos.1-
4) and type B (white circle, Nos. 5-11), by three
nucleotide replacements. The haplotype of outgroup
(Thrips alni) connected with haplotype 11 (type B)
(not shown).
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Fig.2 The geographic distributions of 11 haplotypes (circles with numbers) from 13 sampling areas of Thrips sp. Haplotype types A and

type B are represented by grey and white circles, respectively.
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